Table S2.0ligos and Primers used in cDNA synthesis and PCR. The sequences of all the oligos and primers used in the study are shown here. The

structure of the 2nd and 3rd PCR primers are also indicated.
Name Sequence Index

cDNA synthesis
oligodT CTGAATTCTTTTTTTTTTTTTTTT
TSO_a Bio-d( GGTATC GTAC) -r (GGG)
TSO_b Bio-d( TGGTATC TGCGNNNNNN) -r (GGG)

1lst PCR

Forward primer STRT-fwdS 5"-Bio-CTAATACGACTCACTATAGGGC-3"

Forward primer STRT-fwdL 5'-Bio-CTAATACGACTCACTATAGGGC?

Reverse primer for TRA TRAC_revl 5'-GGAACTTTCTGGGCTGGGGAAGAAGGTGTCTTCTGG-3"

Reverse primer for TRB TRBC_rev2 5'-TGCTTCTGATGGCTCARACACAGCGACCT-3"

2nd PCR

Forward primers 5'-I1lumina R2-NNNNNN(random nucleotides)-XXXXXX (Replicate barcode) -TSO-3'
R2_In01 5'-GGCATTCCTGCTGAACCGCTCTTCCGATCTNNNNNNATGAGC 2 TC A GT- ATGAGC
R2_In02 5'-GGCATTCCTGCTGAACCGCTCTTCCGATCTNNNNNNCAACTA 2 CAACTA
R2_In03 5'-GGCATTCCTGCTGAACCGCTCTTCCGATCTNNNNNNCTAGCT A CTAGCT
R2_Inl0 5'-GGCATTCCTGCTGAACCGCTCTTCCGATCTNNNNNNATTGGC ATTGGC

Reverse primers 5'-I1lumina R1-NNNNNN (random nucleotides)-XXXXXX (Set barcode) -TRAC/TRBC-3'
TRA_In01 5’ -ACACTCTTTCCCTACACGACGCTCTTCCGATCTNNNNNNACCGTA CAGCTGGTACACGGCAGGGT-3" ACCGTA
TRA_In02 5’ -ACACTCTTTCCCTACACGACGCTCTTCCGATCTNNNNNNGAGTAG CAGCTGGTACACGGCAGGGT-3" GAGTAG
TRA_In03 5’ -ACACTCTTTCCCTACACGACGCTCTTCCGATCTNNNNNNTTACGC CAGCTGGTACACGGCAGGGT-3" TTACGC
TRA_In04 5’ -ACACTCTTTCCCTACACGACGCTCTTCCGATCTNNNNNNCGTACT CAGCTGGTACACGGCAGGGT-3" CGTACT
TRA_In05 5’ -ACACTCTTTCCCTACACGACGCTCTTCCGATCTNNNNNNGTGAAA CAGCTGGTACACGGCAGGGT-3" GTGAAA
TRA_In06 5’ -ACACTCTTTCCCTACACGACGCTCTTCCGATCTNNNNNNTAGCTT CAGCTGGTACACGGCAGGGT-3" TAGCTT
TRA_In07 5’ -ACACTCTTTCCCTACACGACGCTCTTCCGATCTNNNNNNACTGAT CAGCTGGTACACGGCAGGGT-3" ACTGAT
TRA_In08 5’ -ACACTCTTTCCCTACACGACGCTCTTCCGATCTNNNNNNCCGTCC CAGCTGGTACACGGCAGGGT-3" CCGTCC
TRA_In09% 5’ -ACACTCTTTCCCTACACGACGCTCTTCCGATCTNNNNNNGGCTAC CAGCTGGTACACGGCAGGGT-3" GGCTAC
TRA_Inl0 5’ -ACACTCTTTCCCTACACGACGCTCTTCCGATCTNNNNNNATTCCT CAGCTGGTACACGGCAGGGT-3" ATTCCT
TRB_In01 5’ -ACACTCTTTCCCTACACGACGCTCTTCCGATCTNNNNNNATCTCG CGACCTCGGGTGGGAACAC-3" ATCTCG
TRB_In02 5’ -ACACTCTTTCCCTACACGACGCTCTTCCGATCTNNNNNNCAGATC CGACCTCGGGTGGGAACAC-3" CAGATC
TRB_In03 5’ -ACACTCTTTCCCTACACGACGCTCTTCCGATCTNNNNNNTGACGA CGACCTCGGGTGGGAACAC-3" TGACGA
TRB_In04 5’ -ACACTCTTTCCCTACACGACGCTCTTCCGATCTNNNNNNGCTGAT CGACCTCGGGTGGGAACAC-3" GCTGAT
TRB_In05 5’ -ACACTCTTTCCCTACACGACGCTCTTCCGATCTNNNNNNCGATGT CGACCTCGGGTGGGAACAC-3" CGATGT
TRB_In06 5’ -ACACTCTTTCCCTACACGACGCTCTTCCGATCTNNNNNNACCACA CGACCTCGGGTGGGAACAC-3" ACCACA
TRB_In07 5’ -ACACTCTTTCCCTACACGACGCTCTTCCGATCTNNNNNNGATCAG CGACCTCGGGTGGGAACAC-3" GATCAG
TRB_In08 5’ -ACACTCTTTCCCTACACGACGCTCTTCCGATCTNNNNNNTCGGTC CGACCTCGGGTGGGAACAC-3" TCGGTC
TRB_In09% 5’ -ACACTCTTTCCCTACACGACGCTCTTCCGATCTNNNNNNGTCTGC CGACCTCGGGTGGGAACAC-3" GTCTGC
TRB_Inl0 5’ -ACACTCTTTCCCTACACGACGCTCTTCCGATCTNNNNNNAGTCAA CGACCTCGGGTGGGAACAC-3" AGTCAA

3rd PCR

Forward primer + Illumina R2
Illumina Seq Primer R TCGGTCTCGGCATTCCTGCTGAACCGCTC

Reverse primer

Illumina P5 + Illumina R1
i i 'GAGATCTACACTCTTTCCCTACACGACGCTCTTCCGATC




